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2016-D-26 Sequencing of huntingtin 01・thologs in severnl primate species 
Elena Ca仕組旬 、GiulioPaolo Formenti {University of Milan) 所内対応者 ：今井啓雄
W抽出血e企ameworkof the project "Intermediate allele identification in non-human primates through H抗 Exonl
sequencing”I have spent也氏自weeks at Primate Research Institute with the general goal of sequ巴ncingH抗orthologs(rHtt -
real H悦）組dparalogs {pH杭）in up to 107 samples belonging to different individuals企om34 non-human primate species. 
These samples were available through PRI and their collaborators (essentially Jap包1eseMonkey Center一応,1C),
We are after the identification, if pr国 ent,of a pr凶ratespecies with Htt genetic features similar to humans (i. e. high nlllllber 
of CAG repeats). Incidentally，也Epr巴senceof an H仕pseudogene(pHtt) in th巴 familyof Callithricidae could also be 
investigated. 
When at PRI, I immediately met the PRI collaborator from the Japanese Monkey Center at their annual meeting to 
establish a cooperative research effort that would have allowed samples retrieval. During the same meeting I have also 
presented in public our experimental plan. 
After PRI 50th anniversary I have install巴din the laborat01y, verified the presence of al consumables that were 
previously ordered and started a ser・iesof preliminary experiments with the DNA already available. 
While the preliminary experiments were on-going (PCR amplification, cloning, plasmid extraction and sequencing) I 
received a first batch of 12企omPRI tisues by Dr. Nagume Tani for DNA extraction，企omwhich DNA was extracted and 
the samples were also processed. That week I have also pr百四tedour experimental plan to the weekly meeting of the 
Molecular Biology Section. 
Finally, we could meet with Dr. Takashi Hayakawa from応,1Cto decide which samples to process from their tissue bank. 
We firstly decided to focus on TおwWorld Monkeys (100 samples): some of them harbour both rHtt and pHtt and represent 
a group of usually small primates, potentially suitable for disease modelling. 
羽市ileI kept procesing也efirst 12 samples from PRI I have prepared也巴 first21 tissue samples from品1Cfor DNA 
extraction. However I have noticed也atwhen amplifying the Calithricidae samples, where both rHtt阻 dpH仕ispres巴nt,W巴
get preferential amplification of pHtt over rHtt. So I design巴danew s住ategyto selectively amplifシtherHtt in those species. 
Despite this, amplification of rHt in three new species (S. sciureus, A. trivirgatus, A. belzebuth) was achieved. 
Results from sequencing of the samples from first 12 samples from PRI suffers the same isue reported above (i.e. 
preferential amplification of pHt over rHtt）組dmoreover in JMC samples pHtt is present wher邑itshould not suggesting 
that there could have been some DNA contamination in the sampl巴 Thisis possible since Dr. Hayakawa had reported也at
several of these samples were very old. 
I have cloned and sent plasmid for sequencing from tisue samples of JMC, and started to apply the new山ategyfor 
assessing only rHt. 
Unexpected events related to personal matters forced me to return back to Italy ahead of time. At that point, results of 
sequencing for応,1Csamples were not conclusive. They suggested that some contamination is likely to be pres巴ntbut也atit 
is also possible to sequence rHt/pHtt from也em.I was also unable to obtain results for出enew strategy for assessing only 

















H26-A4 Phylogenetic and population genetic studies for conservation of nonhuman primates in Myanmar (Aye Mi San) 
H26-Al 5 TI1e genetic profile of Taiwabese Macaque groups (Su Hsiu-hui ・ Fok Hoi Ting) 
H26 A23 Study on phylogeography of macaques and langurs in Nepal (M叫ceshCh日lise)
H26 A24 Study of ecology and phylogeography of primates in Sri Lanka (Charmalie Anuradhie Dona Nahallage) 
〈平成27年度＞
H27-A4 MtDNA phylogeography of slow lorises in Vietnam: Conservation and reintroduction program (Hao Luong Van) 
H27-A5 Phylogenetic and population genetic studies for conservation of nonhuman primates in Myanmar (Aye Mi San) 
H27-Al2 Ecological and phylogeographical study on Assamese macaques in Bhutan (Tshewang Norbu) 
H27-A26 Moleculai’clasification of出巴greyl組 gurand purple-faced langur in Sri Lanka (Channalie AD Nahallage) 
H27-A36 The genetic profile of Taiwanese macaque groups (Hsiu-hui Su) 
H27-A37 Study on phylogeography of macaques and langurs in Nepal (M叫ceshChalise) 
＜平成28年度＞
H28-AI Phylogenetic阻 dpopulation genetic studies for conservation of nonhuman primates in Myanmar (Aye Mi San) 
H28 A20 Study on phylogeography of macaques and langurs inN巴pal(Mukesh Chalise) 
H28-A21 Ecological and phylogeographical study on Assamese macaques in Bhutan (Tshewang Norbu) 
4.共同利用研究会
「ニホンザル研究 ・若手とシニアのクロストークJ
日時： 2016年6月25日 （土）・26日 （日）
場所：京都大学霊長類研究所大会議室 （参加人数 ，48人）
本研究会は昨年度までの『ニホンザノレ研究セミナー』を母体に、 ①若手研究者による修士 ・博士課程の研究の
発表、 ②シニアの研究者による、 若手の発表へのコメントと最近のニホンザノレ研究のレビュー、 ③ポスタ一
発表による修士・博士研究の途中経過の発表の 3コー ナーで椿成し、多くのニホンザ／レ研究者に発表の機会を提





13:00-14:00 勝野吏子 （大阪大学大学院人間科学研究科） 嵐山集団のニホンザノレにおける関係調整音声の用
法とその発達
14:00-15:00 谷口晴香 （京都大学大学院 理学研究科） 離乳期のニホンザノレのアカンボワにおける採食行動
と伴食関係に生息環境が及ぼす影響
15:00 15:15休意
15:15-16:15 青木 孝平 （東京都恩賜上野動物園） 動物園のニホンザノレ研究
コメンテーター ：中道正之 （大阪大学大学院 人間科学研究科）
16:15-17:15 島悠希 （京都大学大学院 理学研究科） 里子生ニホンザノレにおける休息時の接近行動と他個体問
の親和的関係の理解
コメンテータ一 ：小JI秀司 （中京大学 国際教養学部）
17:15-18:30ポスター発表
P-1栗原 洋介（京都大学霊長類研究所） 屋久島西部林道におけるニホンザノレの食物受け渡し行動




P-4寺山 佳奈 （高知大学大学院総合人間自然科学研究科） 高知県中土佐町におけるニホンザノレの環境選
択
P-5 Lucie Rigail (Primate Research Institute) Does female町inemodulate male sexual behaviors in Japanese 
macaques? 
P-6 Julie Duboscq (Wildlife Research Centre, Kyoto University) Connecting the dots: linking host behavior to 
parasite transmission and infection risk 
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